BIOTECHNOLOGY 

SYSTEMS 
BRANCH 




RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number 
Source:: 

Date Prociessed by STIC: 



10 



c. 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE TORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
' APPtlCANT, WriH A NOTICE TO COMPLY or, 

2) ' TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 

J NOHCETO COMPLY 

> FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

' FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 
, PATEN11N 2.1.e-maU hdp: Datin21help(ansDto.gov or phone 703-306-41 19 (R. Wax) 
; • PATEimN 3.0 e-maii hdp: patin3heIp@nsDto.gOV or phone 703-306-41 19 (R. Wax) 

<\ ^.'^-r.- ' ' • • ■ . •• 

TO RI»UCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CiffiCI^ 

VErSsION 11 PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
. ^ http;//www.nspto.gov/web/ofBces/pac/checker 

' y^Ucante" submitting genetic sequence infimnation electronically on diskette or CD-Rom should be aware tfiat Aeie is 
^ a possibility that the disk/CD-Rom may have been aflfected by treatment given to all incoming mail. . 
. > Please consider using altomate metiiods of submission for flie disk/CD-Rom or replacement disk/CD-Rom. 
' Any reply including a seoueace listing to electronic form should NOT be sent to tiie 2023 1 zip code address for tfee 
' United States Patent and Trademark Office, and instead should be sent via tiie following to flie mdicated addresses: 

' ' 1. EFk: fe<http;//w>m.uspto.gov/ebc/efs/doi)mIoads/docnnien , EPS Submission 

: ' Miser Manual -ePAVE) 

2. U.S.'P;ostal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlmgton,VA 22202 
' iil' 3. Himd;GWry directly to: * . r 

. US; Patent and Trademaric Office, Technology Center 1600, Reception Area, 7 Floor, Exanamer Name, 
^ Sequrace Mormation,Q7Stal MaU One, 1911 South Qark Ste^ 

U.S. Patent and Trademark Office, Box Sequence, Customer Wfadow, Lobby, Room 1B03, Crystal Plaza Two, 
" '■' 2'0'U South Clark Place, Arlington, VA.22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Maihoom, Crystal Plaza Two, 201 1 South Claric Place, Arlmgton, VA 22202 



Revised 01/29/2002 



t 



Raw Sequence Usting Error Siiinmai7 



0 



ERROR DETECTKn 
ATTN: J^EW RULES CASES: 



iTTN:J^] 
1 / V 



Wrapped Nucleics 
Wrapped Aminos 



2 Invalid Line Length 

3-J^MisaIigned Amino 
Numbering 

4 Non-ASCII 

^ Variable Length 



6 Patentin 2.0 

"bug" 



^Skipped Sequences 
(OLD RULES) 



^ Skipped Sequences 

. (NEW RULES) 



SUCCESTRnrORRFrTTON SERIAL NUMBER: I 0 10^ 5. S 7^ 

PLEASEDISRECARD ENGUSH-ALPHA^HEAOERS. WHICH WERE m 
J^rr^etJln^^^^^^ 

prevent -wrapping.- creatmg it Pl«se adjust yournght margin to .3; this will 

•nicn.lesrequirethataHnenoteiceed72charactersinIe„gtK TOs includes white spaces. 

S n ^X^r*^'" ^""'^ representing more than one residue. Per Sequence Rules. 

•n.i» sequence i, intentionally skipped ^ ^ ' " ^o^) 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include U.e skipped sequences. 

Scquence(s) missin 

<2 1 0> sequence id number 
<400> sequence id number 
000 



rms^ng. If intentlo^^^ 



-^iwiij^^^' ^i^12?off " ^^^^^^ ^^^^ ^^^-g- 

^ Per I 823 ofSequencc Rules, use of<220>-<223> is MANDATORY if n-,^v » 

In <220>.o<2«>se.^oaple«e explain location of^^^^ 



10 Invalid <2I3> 

Response 

11 Use of <220> 



12 



.Patentin 2,0 
"bug" 



1^ Misuse ofn 



fa Artificial Sequence <220>-<223> section » r.,ulr«l when <2I3> response is Unkno>«l or 

u. p «»c use rue Manager" or any other manual means to copy file to floppy disk. 
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Does ^.34 Oomply 
Corrected Diskette Needed 



OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/045,574 



DATE; 10/03/2002 
TIME: 14:09:42 



4 
5 
6 
9 
10 
11 
13 
15 
16 
18 
19 
21 
22 
24 
25 
27 
28 
30 
32 



Input Set : A:\EP.txt 

Output Set: N:\CRF4\10032002\J045574.raw 

<110> APPLICANT: BIOGEN, INC. 
MACKAY, Fabienne 
KALLED, Susan 

<120> TITLE OF INVENTION: BAFF, Inhibitors Thereof and Their Use 
in the Modulation of B-Cell Response and Treatment of 
Autoimmune Disorders 
FILE REFERENCE: A070 US CP 
CURRENT APPLICATION NUMBER: 10/045,574 
CURRENT FILING DATE: 2001-11-07 
PRIOR APPLICATION NUMBER: 60/117,169 



<130> 
<140> 
<141> 
<150> 
<151> 
<150> 
<151> 
<150> 
<151> 
<150> 
<151> 
<160> 
<170> 



PRIOR FILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE 
NUMBER OF SEQ ID NOS : 22 
SOFTWARE: FastSEQ for Windows 



1999-01-25 
NUMBER: 60/143, 228 

1999- 07-09 
NUMBER: PCT/USOO/01788 

2000- 01-25 
NUMBER: 09/911,777 

2001- 07-24 



The type of errors showi ^^^^^^ 



Version 4 . 0 



ERRORED 






34 






35 






36 






37 






39 






40 


E- 


-> 


41 






42 


E- 


-> 


43 


E- 


-> 


44 






45 


E- 


-> 


46 


E- 


-> 


47 






48 


E- 


-> 


49 


E- 


-> 


50 






51 


E- 


-> 


52 






53 






54 



SEQUENCES 



14-3 



) 



Sapien 



<210> SEQ ID NO: 1 
<211> LENGTH: 218 
<212> TYPE: PRT 
<213> ORGANISM: Homo 
<400> SEQUENCE: 1 

Met Asp Asp Ser Thr Glu Arg Glu Gin Ser Arg Leu Thr Ser Cys Leu 1 

5 10 _ _ ^5 Lys Lys Arg Glu_Glu_Met Lys _Leu. 

Lys" Glu tys'Val Ser' lie Leu Pro 20 25 

30 Arg Lys Glu Ser Pro Ser Val Leu Leu Ser Cys Cys Leu Thr Val Val 

35 40 4 5 Ser Phe Tyr Gin Val Ala 

Ala Leu Gin Gly Asp Leu Ala Ser Leu Arg 50 55 

60 Ala Glu Leu Gin Gly His His Ala Glu Lys Leu Fro Ala Gly Ala 

Lys65 70 75 80 He Phe Glu 

Pro Pro Ala Pro Gly Glu Gly Asn Ser Ser Gin Asn Ser 85 

90 95 Arg Asn Lys Arg Ala Val Gin Gly Pro Glu Glu Thr Val 

Thr Gin Asp 100 105 110 Cys 

Leu Gin Leu He Ala Asp Ser Glu Thr Pro Thr He Gin Lys Gly 115 

120 125 Ser Tyr Thr Phe Val Pro Trp Leu Leu Ser Phe 

Lys Arg Gly Ser Ala 130 135 140 

Leu Tyr Gly Gin Val Leu Tyr Thr Asp Lys Thr Tyr Ala Met Gly Hisl45 
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RAW SEQUENCE LISTING DATE: 10/03/2002 

PATENT APPLICATION: US/10/045,574 TIME: 14:09:42 



Input Set : A:\EP.txt 

Output Set: N:\CRF4\10032002\J045574.raw 



JIi~ 






150 






155 










160 Leu 


He Gin Arg Lys Lys 


Val 


His 


Val 








Phe Gly Asp 


Glu 


Leu 


Ser 


Leu 








165 




170 








V- 

Hi 


_ s 


J / 


175 Val 


Thr 


Leu 


Phe 




Cys 


He 


Gin 


Asn Leu 


Glu 


Glu Gly Asp Glu 


Leu 










3 O 


180 






185 










190 




Gin Leu Ala He 


Pro 


Arg 


Glu 






.J Z7 


Asn Ala Gin 


He 


Ser 


Leu 


Asp 


vjxy 


tit O \J 




195 




200 












fin 


205 




Val 


Thr 


Phe 


Phe 


Glv 


Ala 


Leu Lys 


Leu 


Leu 210 












OX 


215 
































63 


<210> SEQ ID NO; 


: 2 






























<211> LENGTH: 232 




























65 


<212> TYPE: 


PRT 






























66 


<213> ORGANISM: 


Murine 


























fin 


<400> SEQUENCE: 


2 




























fiQ 


Met Asp Glu 


Ser 


Ala 


Lys 


Thr 


T.OI1 




Pro 


Pro Cys 


Leu 


Cys Phe Cys 1 










- S 
r 


70 


5 




10 








15 Ser Glu Lys Gly Glu Asp Met Lys 






7 1 
/ X 


Val Gly Tyr 


Asp 


Pro 


He 


Thr 








20 




25 








IP — 




7 5 


30 


Gin 


Lys 


Glu 


Glu 


uxy 




Val 


Leu Leu 


Ser 


Ser Ser Phe Thr 


Ala 


Met 








7 1 


35 






40 










45 




Ser Leu Tyr 


Gin 


Leu 


Ala 






74 


Ala Leu Gin 


Ala 


Asp 


Leu 


Met 


AO 11 




Arg 


50 




55 








TP — 


- S 


7 *^ 


60 






Met 


Glu 


Leu 




Ser Tyr Arg Gly 


Ser Ala Thr Pro 


Ala 


Ala 


Ala 


TP — 




1 o 


Lys65 






70 








75 




80 Leu Leu Thr 






7 7 


Pro Ala Ala 


Pro 


Arg 


Pro 


His 


Aon 
noil 


OCX 


Ser Arg Gly His 


85 






TP — 




7 ft 


90 






95 




Arg 




Arg Arg Ala Phe 


Pro Gly Pro Glu Glu 


Thr 


Glu 


JL 




7Q 


Gin Asp Val 






100 








105 




110 




Asp 






ou 


Leu Ser Ala 


Pro 


Pro 


Ala 


Leu 


Arg 


Asn 


He 


He Gin Asp 


Cys Leu 


L15 






IP — 




Q 1 


120 






125 








Gin 


Leu He 


Ala 


Asp Ser Asp Thr 


Pro 


Thr 


He 






oz 


Arg Lys Gly 


Thr 


Tyr 


130 








135 




140 












O .7 


Thr Phe Val 


Pro 


Trp 


Leu 


Leu 


Ser 


Phe 


Lys 


Arg Gly Asn 


Ala Leu Tyrl45 








TP — 






150 






155 










160 Ser 


Gin 


Val Leu Tyr Thr 


Asp 


Pro 


He 






ft ^ 


Phe Ala Met 


Gly His 


Val 


He 








165 




170 








E- 


-> 


86 


175 Gin 


Arg 


Lys 


Lys 


Val 


His 


Val 


Phe Gly Asp Glu 


Leu Ser Leu Val 


Thr 






E- 


-> 


87 


180 






185 










190 




Leu Phe Arg Cys 


He 


Gin 


Asn 






88 


Leu Glu Glu 


Gly Asp 


Glu 


He 


Gin 


Leu 




195 




200 








E- 


-> 


89 


205 




Ala 


He 


Pro 


Arg 


Glu 


Asn 


Ala Gin 


He 


Ser Arg Asn Gly 


Asp 


Asp 


Thr 


E- 


-> 


90 


210 






215 










220 




Phe Phe 


Gly 


Ala 


Leu 


E- 


-> 


91 


Lys Leu Leu225 








230 




















93 


<210> SEQ ID NO: 


3 




























94 


<211> LENGTH: 102 




























95 


<212> TYPE: 


PRT 






























96 


<213> ORGANISM: 


Homo Sapien 
























-98 


-<400> -SEQUENCE :- 


~3- 




























99 


Val Thr Gin Asp Cys 


Leu 


Gin 


Leu 


He 


Ala 


Asp Ser 


Glu 


Thr Pro Thr 1 








E- 


-> 


100 5 






10 










15 


He 


Gin Lys Gly Ser 


Tyr 


Thr 


Phe 



101 Val Pro Trp Leu Leu Ser Phe Lys 20 25 

E--> 102 30 Arg Gly Ser Ala Leu Glu Glu Lys Tyr Gly Gin Val Leu Tyr Thr Asp 

E--> 103 35 40 45 Lys Thr Tyr Ala Met Gly 

104 His Leu He Gin Arg Lys Lys Val His Val 50 55 

E--> 105 60 Phe Gly Asp Glu Leu Ser Asn Asn Ser Cys Tyr Ser Ala Gly He 
E--> 106 Ala65 70 75 80 Lys Leu Glu 

107 Glu Gly Asp Glu Leu Gin Leu Ala He Pro Arg Glu Asn 85 
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RAW SEQUENCE LISTING DATE: 10/03/2002 

PATENT APPLICATION: 08/10/045,574 TIME: 14:09:42 

Input Set : A:\EP.txt 

Output Set: N:\CRF4\10032002\J045574.raw 



E--> 108 90 95 Ala Gin lie Ser Leu Asp 100 

110 <210> SEQ ID NO: 4 

111 <211> LENGTH: 96 

112 <212> TYPE: PRT 

113 <213> ORGANISM: Homo Sapien 
115 <400> SEQUENCE: 4 







116 


Lys 


Gin 


His 


Ser 


Val Leu His 


Leu 


Val 


Pro 


He Asn 


Ala Thr Ser 


Lys 1 


E- 


-> 


117 


5 








10 






15 Asp Asp Ser Asp Val Thr Glu Val 






118 


Met 


Trp 


Gin 


Pro 


Ala Leu Arg 


Arg 






20 




25 


E- 


-> 


119 


30 






Gly 


Arg Gly Leu 


Gin 


Ala 


Gin 


Tyr Ser 


Gin Val Leu 


Phe Gin Asp Val 


E- 


-> 


120 


35 








40 








45 


Thr 


Phe Thr Met Gly Gin 






121 


Val 


Val 


Ser 


Arg 


Glu Gly Gin 


Gly 


Arg 


Ala 


50 




55 


E- 


-> 


122 


60 








Tyr Asn 


Ser 


Cys 


Tyr 


Ser Ala 


Gly Val Phe 


His Leu His Gin Gly 


E- 


-> 


123 


Asp65 






70 








75 




80 lie Leu Ser 






124 


Val 


He 


He 


Pro 


Arg Ala Arg 


Ala 


Lys 


Leu 


Asn Leu 


Ser 


85 


E- 


-> 


125 


90 








95 















127 <210> SEQ ID NO: 5 

128 <211> LENGTH: 104 

129 <212> TYPE: PRT 

130 <213> ORGANISM: Homo Sapien 
132 <400> SEQUENCE: 5 







133 


Ser Asp 


Lys 


Pro 


Val 


Ala His 


Val 


val 


Ala 


Asn Pro 


Gin Ala Glu Gly 1 


E- 


-> 


134 


5 






10 






15 Gin Leu Gin Trp Leu Asn Arg Arg 






135 


Ala Asn 


Ala 


Leu 


Leu 


Ala Asn 


Gly 






20 


25 


E- 


-> 


136 


30 




Val 


Tyr 


Ser Gin 


Val 


Leu 


Phe 


Lys Gly 


Gin Gly Cys Pro Ser Thr His 


E- 


-> 


137 


35 








40 








45 


Val Leu Leu Thr His Thr 






138 


He Ser Arg 


He 


Ala 


Val Ser 


Tyr 


Gin 


Thr 


50 


55 


E- 


-> 


139 


60 








Glu Gly 


Ala 


Glu 


Ala 


Lys Pro 


Trp Tyr Glu Pro lie Tyr Leu Gly 


E- 


-> 


140 


Gly65 








70 








75 


80 Val Phe Gin 






141 


Leu Glu 


Lys 


Gly Asp 


Arg Leu 


Ser 


Ala 


Glu 


He Asn 


Arg 85 


E- 


-> 


142 


90 








95 


Pro 


Asp 


Tyr 


Leu Asp 


Phe Ala Glu 100 



144 <210> SEQ ID NO: 6 

14 5 <211> LENGTH: 97 

146 <212> TYPE: PRT 

147 <213> ORGANISM: Homo Sapien 

149 <400> SEQUENCE: 6 

150 Glu Leu Arg Lys Val Ala His Leu Thr Gly Lys Ser Asn Ser Arg Ser 1 

E--> 151 5 10 15 Met Pro Leu Glu Trp Glu Asp Thr 

152 Tyr Gly He Val Leu Leu Ser Gly 20 _ 25 ^ _ _ 

-E-->-153 -30 - - Vai 'Ly s"Tyr" S€sr* Lys "Val Tyr' Phe Arg "Gly Gin S^r Cys Asn Asn Leu 

E--> 154 35 4 0 45 Pro Leu Ser His Lys Val 

155 Tyr Met Arg Asn Ser Lys Tyr Pro Gin Met 50 55 

E--> 156 60 Trp Ala Arg Ser Ser Tyr Leu Gly Ala Val Phe Asn Leu Thr Ser 

E--> 157 Ala65 70 75 80 Asp His Leu 

158 Tyr Val Asn Val Ser Glu Leu Ser Leu Val Asn Phe Glu 85 

E--> 159 90 95 Glu 

161 <210> SEQ ID NO: 7 

162 <211> LENGTH: 102 

163 <212> TYPE: PRT 
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RAW SEQUENCE LISTING DATE: 10/03/2002 

PATENT APPLICATION: US/10/045,574 TIME: 14:09:42 



Input Set : A:\EP.txt 

Output Set: N:\CRF4\10032002\J045574.raw 







164 


<213> ORGANISM: 


Homo Sapien 


















X u u 


<400> SEQUENCE: 


7 


















167 


Thr Leu 


Lys Pro 


Ala Ala His 


Leu 


He 


Gly Asp Pro 


Ser Lys Gin 


Asn 1 


JLi 






5 




10 






15 Ser Leu Leu Trp Arg Ala Asn Thr 






16Q 

J. U 7 


Asp Arg 


Ala Phe 


Leu Gin Asp Gly 






20 




25 




_ s 




30 


Phe 


Tyr Ser Gin Val 


V dX 


Phe 


Ser Gly 


Lys Ala Tyr 


Ser Pro Lys Ala 


F- 


_ s 


171 

X / X 


35 




40 








45 


Thr 


Ser Ser Pro Leu Tyr 






172 


Leu Ala 


His Glu 


Val Gin Leu 


Phe 


Ser 


Ser 


50 




55 


E- 


_ > 


173 


60 




Gin Tyr 


Pro 


Phe 


Pro 


Trp Leu 


His Ser Met 


Tyr His Gly Ala Ala 


J!i 


- > 


1 74 
X / 


Phe65 




70 








75 




80 Gin Leu Thr 






1 7 S 

X / J 


Gin Gly 


Asp Gin 


Leu Ser Thr 


His 


Thr 


Asp 


Gly He 


Pro 


85 






17 6 
X / o 


90 




95 


His 


XlCU 


val 


Leu Ser 


Phe 


100 






1 7R 
X / o 


<210> SEQ ID NO; 


: 8 


















179 


<211> LENGTH: 109 


















xo u 


<212> TYPE: PRT 






















<213> ORGANISM: 


Homo Sapien 


















183 


<400> SEQUENCE: 


8 


















184 


Glu Ala 


Gin Pro 


Phe Ala His 


Leu 


Thr 


He 


Asn Ala 


Thr Asp He 


Pro 1 


E- 


-> 


185 


5 




10 






15 Ser Gly Ser His Lys Val Ser Leu 






186 


Ser Ser 


Trp Tyr 


His Asp Arg Gly 






20 




25 


E- 


-> 


187 


30 


Trp Gly Lys lie 


Ser 


Asn 


Met Tyr Ala Asn He Cys 


Phe Arg His His 


E- 


-> 


188 


35 




40 








45 


Glu 


Thr Ser Gly Asp Leu 






189 


Ala Thr 


Glu Tyr 


Leu Gin Leu 


Met 


Val 


Tyr 


50 




55 


E- 


-> 


190 


60 




Val Thr 


Lys 


Thr 


Ser 


He Lys 


He Pro Ser 


Glu Phe His Phe Tyr 


E- 


-> 


191 


Ser65 




70 








75 




80 He Asn Val 






192 


Gly Gly 


Phe Phe 


Lys Leu Arg 


Ser 


Gly 


Glu 


Glu He 


Ser 


85 


E- 


-> 


193 


90 




95 


He 


Glu 


val 


Ser Asn 


Pro Ser Leu 


Leu Asp Pro Asp Gin 


E- 


-> 


194 


100 




105 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 10/03/2002 

PATENT APPLICATION: US/10/045,574 TIME: 14:09:43 

Input Set : A:\EP.txt 

Output Set: N:\CRF4\10032002\J045574.raw 

Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

Seq#:l; Line(s) 40,42,43,44,45,46,48,49,51,52,53,54,55,56,57,58,59 

Seq#:2; Line(s) 69,71,72,73,74,75,77,78,80,81,82,83,84,85,86,87,88,89,90 

Seq#:3; Line(s) 99,101,102,103,104,105,107 

Seq#:4; Line(s) 116,118,119,120,121,122,124 

Seq#:5; Line(s) 133,135,136,137,138,139,141,142 

Seq#:6; Line(s) 150,152,153,154,155,156,158 

Seq#:7; Line(s) 167,169,170,171,172,173,175 

Seq#:8; Line(s) 184,186,187,188,189,190,192,193 
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VERIFICATION SUMMARY DATE: 10/03/2002 

PATENT APPLICATION: US/10/045,574 TIME: 14:09:43 

Input Set : A:\EP.txt 

Output Set: N:\CRF4\10032002\J045574.raw 

L:41 M:333 E: Wrong sequence grouping, Amino acids not in groups! 
L:43 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:1 
L:43 M:333 E: Wrong sequence grouping, Amino acids not in groups! 
M:332 Repeated in SeqNo=l 

L:44 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

L:46 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

L:47 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

L:47M:330E: (2) Invalid Amino Acid Designator, NUMBER OF INVALID KEYS:1 

L:49 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

L:61 M:252 E: No. of Seq. differs, <211> LENGTH: Input : 218 Found: 109 SEQ:1 

L:70 M:333 E: Wrong sequence grouping, Amino acids not in groups I 

L:72 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 2 

L:72 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

M:332 Repeated in SeqNo=2 

L:73 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

L:75 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

L:76 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

L:76 M:330 E: (2) Invalid Amino Acid Designator, NUMBER OF INVALID KEYS : 1 

L:78 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

L:91 M:252 E: No. of Seq. differs, <211> LENGTH: Input : 232 Found: 130 SEQ: 2 

L:100 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

L:102 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 3 

L:102 M:333 E: Wrong sequence grouping, Amino acids not in groups I 

M:332 Repeated in SeqNo=3 

L:103 M:333 E: Wrong sequence grouping, Amino acids not in groups I 

L:105 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

L:106 M:333 E: Wrong sequence grouping, Amino acids not in groups I 

L:106 M:330 E: (2) Invalid Amino Acid Designator, NUMBER OF INVALID KEYS:1 

L:108 M:252 E: No. of Seq. differs, <211> LENGTH : Input : 102 Found:49 SEQ:3 

L:117 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

L:119 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 4 

L:119 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

M:332 Repeated in SeqNo=4 

L:120 M:333 E: Wrong sequence grouping, Amino acids not in groups! 
L:122 M:333 E: Wrong sequence grouping, Amino acids not in groups! 
L:123 M:333 E: Wrong sequence grouping, Amino acids not in groups! 
L:123 M:330 E: (2) Invalid Amino Acid Designator, NUMBER OF INVALID KEYS:1 
L:125 M:252 E: No. of Seq. differs, <211> LENGTH : Input : 96 Found:49 SEQ:4 
L: 134 .M: 333 E: Wrong sequence grouping,, _ Ami no. acids, not in groups!. _ _ _ 
L:136 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:5 
L:136 M:333 E: Wrong sequence grouping, Amino acids not in groups! 
M:332 Repeated in SeqNo=5 
L:137 M:333 E: 
L:139 M:333 E 
L:140 M:333 E 
L:140 M:330 E 
L:142 M:252 E 
L:151 M:333 E 



Wrong sequence grouping, Amino acids not in groups! 
Wrong sequence grouping, Amino acids not in groups! 
Wrong sequence grouping, Amino acids not in groups! 
(2) Invalid Amino Acid Designator, NUMBER OF INVALID KEYS : 1 
No. of Seq. differs, <211> LENGTH: Input : 104 Found: 49 SEQ: 5 
Wrong sequence grouping, Amino acids not in groups! 
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PATENT APPLICATION: US/10/045,574 
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L: 
L: 
M: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
M: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
M: 
L: 
L: 
L: 
L: 
L: 
L: 



153 M:332 E: 

153 M:333 E: 
3 32 Repeated 

154 M:333 E: 

156 M:333 E: 

157 M:333 E: 
157 M:330 E: 
159 M:333 E: 
159 M:252 E: 
168 M:333 E: 
170 M:332 E: 

170 M:333 E: 
332 Repeated 

171 M:333 E: 



173 M:333 

174 M:333 



174 M:330 E: 
176 M:252 E: 



E: 
E: 
E: 



185 M:333 
187 M:332 

187 M:333 
332 Repeated 

188 M:333 E: 

190 M:333 

191 M:333 
191 M:330 
193 M:333 



E: 
E: 
E: 
E: 



Input Set : A:\EP.txt 

Output Set: N:\CRF4\10032002\J045574.raw 
(32) Invalid/Missing Amino Acid Numbering, SEQ ID: 6 



Amino acids not in groups! 

Amino acids not in groups! 
Amino acids not in groups! 
Amino acids not in groups ! 



Wrong sequence grouping, 
in SeqNo=6 

Wrong sequence grouping, 
Wrong sequence grouping, 
Wrong sequence grouping, 
(2) Invalid Amino Acid Designator, NUMBER OF INVALID KEYS:1 
Wrong sequence grouping, Amino acids not in groups! 
No. of Seq. differs, <211> LENGTH: Input : 97 Found: 50 SEQ: 6 
Wrong sequence grouping, Amino acids not in groups! 
(32) Invalid/Missing Amino Acid Numbering, SEQ ID: 7 
Wrong sequence grouping, Amino acids not in groups! 
in SeqNo=7 

Wrong sequence grouping. 
Wrong sequence grouping, 
Wrong sequence grouping, 



Amino acids not in groups ! 
Amino acids not in groups ! 
Amino acids not in groups! 



194 M:252 E: 



(2) Invalid Amino Acid Designator, NUMBER OF INVALID KEYS:1 
No, of Seq. differs, <211> LENGTH : Input : 102 Found: 49 SEQ: 7 
Wrong sequence grouping, Amino acids not in groups! 
(32) Invalid/Missing Amino Acid Numbering, SEQ ID: 8 
Wrong sequence grouping, Amino acids not in groups! 
in SeqNo=8 

Wrong sequence grouping, Amino acids not in groups! 

Wrong sequence grouping, Amino acids not in groups! 

Wrong sequence grouping, Amino acids not in groups! 

(2) Invalid Amino Acid Designator, NUMBER OF INVALID KEYS:1 

Wrong sequence grouping, Amino acids not in groups! 

No. of Seq. differs, <211> LENGTH : Input : 109 Found: 62 SEQ: 8 
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